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Group Leader: Dr. Hung-Tai Lee (Email: htlee@ntou.edu.tw) e ‘-‘f-\:.'
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Education Expertise

® Ph.D., University of St Andrews ® Fish Physiology and Ecology

® B.Sc., National Taiwan Ocean University @ Fry Release and its Benefit Assessment

® M.Sc., National Taiwan Ocean University @ Application of Next Generation Sequencing

Research interest

Our lab mainly focus on Ecophysiology and Next-Generation Sequencing (NGS)-based Studies on Biodiversity and
Conservation in Fisheries with emphasis on Sustainable Utilization of Fisheries Resources subjected to environmental
changes. Currently, we are particularly interested in three research themes covering 6 topics as the follows:

Topic 1: Fish muscles and their responses to environmental changes

)%QQ @@ Diversity of Fish Physiology, Behavior, and Ecology
ﬂw\\\\"’ Topic 2: Specialized muscles and their ecological and fisheries significances

— Hatchery Fry Release and its Benefit Assessment
"Cl Topic 3 : Large-scale identification of hatchery-produced species in the wild
— " Topic 4 : Mechanism underlying the acclimation of hatchery fingerling in the wild

.» Toward Precise Survey and Utilization of Fisheries Resources
* Topic 5 : eDNA as fingerprints to trace the species composition of fisheries landings
Topic 6 : DNA metabarcoding of species composition in seafood




